Sample—Overexpression Spots




I 1
|l._._ .|.|L ||| il |||.|. s |I.| ”l i’

iI...,JI.I.I_.i.Iu_I.u,.il,._.l._,ihlmli..l....I.n..uli.lll.lii.|,,,|_,..

at o Lhas, il il ||i|| il 1T ||'| d - S L

.i,l|,|I|_|.I.I_I|II|||.|III-JlI|I.Ii|._iI|-|.|||||||||.IIII||iIII.IIi...lI I.IIII..I.I..I|-..|.||-.I_.||

o T Il||"|"'|"I'II""'I""'I"'I""|'|--|'l"||"|"'|"||

# samples expressing : 35

Atypical : #=10 —> 14 %
Classical : #=6 —> 19%

Basal : #=11 —> 13 %

# samples expressing : 38
Atypical : #=36 —> 49 %

Basal :#=1 -> 1%

# samples expressing : 14
Atypical : #=8 —> 11 %

Basal:#=1 -> 1%

# samples expressing : 11
Atypical : #=5 > 7%

Basal:#=5 -> 6%

# samples expressing : 14

Atypical : #=10 —> 14 %
Classical : #=1 —=> 3%

Basal:#=2 > 2%

# samples expressing : 58
Atypical : #=16 —> 22 %

Basal: #=15 —> 18 %
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# samples expressing : 63
Atypical : # =48 —> 65 %

Basal:#=6 > 7%

# samples expressing : 50
Atypical : #=41 —> 55%

Basal :#=3 > 4%

# samples expressing : 46

Atypical : #=21 -> 28 %
Classical : #=2 —> 6 %

Basal:#=5 -> 6%

# samples expressing : 30

Atypical : #=22 —> 30 %
Classical : #=1 > 3%

Basal:#=3 > 4%

# samples expressing : 14

Atypical : #=3 —> 4%
Classical : #=8 —> 25%

Basal:#=1 > 1%

# samples expressing : 48

Atypical : #=3 —> 4%
Classical : #=1 —> 3%

Basal:#=1 > 1%
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# samples expressing : 13

Atypical : #=3 > 4%
Classical : #=1 —> 3%

Basal :#=3 > 4%

# samples expressing : 39

Atypical : #=9 -> 12 %
Classical : #=4 —> 12 %

Basal: #=8 —> 10 %

# samples expressing : 70

Atypical : #=1 —> 1%
Classical : #=1 —> 3%

Basal : #=63 —> 75%

# samples expressing : 31
Classical : #=13 —> 41 %

Basal:#=14 —> 17 %

# samples expressing : 34

Atypical : #=5 —> 7%
Classical : #=5 —> 16 %

Basal: #=12 —> 14 %

# samples expressing : 5

Atypical : #=1 —> 1%
Classical : #=1 —> 3%
Basal:#=3 > 4%
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Group Association
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